
The Monash Bioinformatics Platform 
exists to create a hub for bioinformatics 
activities at Monash. We have a core 
group of bioinformaticians with broad 
expertise and are building a loosely 
linked community of bioinformaticians 
across all of Monash. We are always 
available to help with specialist advice 
on experimental design or analysis. 
We also collaborate with groups 
around Monash on specific research 
projects. And, we teach scientists 
bioinformatics analysis skills through 
our hands-on training workshops.

ANA LYSIS CAPABIL IT IES

 ■ Differential Gene Expression – statistical analysis of differential gene 
expression from transcriptomics data (microarray, RNAseq).

 ■ Variant Identification – identification of genetic variants (SNPs and InDels) 
from large scale genomics data.

 ■ Methylation and ChIPseq – exploration of epigenetics and post-
transcriptional modifications of the genome and its expression.

 ■ Interactive visualisations of genomic and proteomic datasets.

E XPERT ISE

The Monash Bioinformatics Platform assists researchers to make sense 
of the huge data sets now generated in the biological sciences. We are a 
hub for the bioinformatics community at Monash and affiliated organisations.

We encourage researchers to meet with us before starting an experiment. 
Come and present your research to our group, so we can give you ideas 
and insight into where advanced bioinformatics capabilities may help. 
Over the last few years we have collaborated with research groups to 
provide analysis for various projects.

We also facilitate hands-on training seminars over a wide range 
of technical topics.

WORK ING WITH US

 ■ Consultancies

 ■ Collaborative research

 ■ Training

BIOINFORMATICS



SPECIA L IST SERV ICES

Bioinformatics describes a variety of 
computational, mathematical and statistical 
capabilities that assist the analysis and 
interpretation of biological information. 
This often takes place at the DNA, 
RNA and protein levels.

Bioinformatics support

A bioinformatician within the platform 
can partner with researchers to provide 
an in depth understanding and expertise 
over the length of a research project. 
A basic level of service is also available, 
with bioinformaticians available to consult 
over experimental design or by providing 
preliminary data processing and analysis.

Training

Hands-on training is provided to researchers 
in conjunction with partners such as 
Bioplatforms Australia. Topics include 
various bioinformatics analysis techniques 
(e.g. RNAseq) as well as programming 
languages such as R and Python.

Technology

Bioinformaticians at Monash University 
have access to a wealth of high performance 
compute, cloud compute, storage and 
data visualisation technologies. A range 
of bioinformatic tools are maintained by 
the platform and are freely available.
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